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Mass Spectrometer (MS) <] Inlet °] = Direct Insertion Probe (DIP), Gas
Chromatograph (GC), Liquid Chromatograph (LC), Capillary Electropholesis
(CE), Inductively Coupled Plasma (ICP) 3o Ao, o]zt WM o)=
Electron Impact (El), Chemical lonization (Cl), Fast Atom Bombardment (FAB),
Atmospheric  Pressure lonization (API), Electrospray lonization (ESI),
Absorption/Desorption 5] 9t} Analyzer 3= Magnetic, Quardroupole,
Double Focusing, Tandem, Time of Flight (TOF), lon Trap Detector (ITD), Triple
Stage Quardroupole (TSQ) 50| 2= 9]},
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